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(single-cell RNA-seq of differentiating cells) \\ * UBC
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(latent tree of cellular differentiation) - \\
BUT, more expansive than a canonical “tree”: e.g. Dirichlet e.g. tree-structured @ time (1§
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the iInnovation (model + inference): augmented Dirichlet diffusion tree (DDT)
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the observation model to generate
rofiles of sparse counts : .
P | P | . experiment :simulate 2000 cells, 10 genes, 4 leaves
(In gene expression space) fixed topology/times ("time-course experiment”)
: recovery of latent states
Infe rence - novel sampler, (visualized as shifts from ground truth)
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